Key indicators: single-crystal X-ray study; T = 223 K; mean (C-C) = 0.006 Å; disorder in main residue; R factor = 0.036; wR factor = 0.081; data-to-parameter ratio = 16.5.
III atom consisting of a 4 0 -(4-pyridyl)-2,2 0 :6 0 ,2 00 -terpyridine (pytpy) ligand, two 1,1,1,5,5,5-hexafluoroacetylacetonate (hfac) anions and an aqua ligand. In the solid state, the compound forms supramolecular chains running along the baxis via intermolecular hydrogen bonds between the Yb-OH 2 unit and the N-atom donor of the 4-pyridyl pendant of pytpy, with an OÁ Á ÁN distance of 2.686 (4) Å . A chloride counter-anion and lattice methanol and water solvent molecules occupy a hydrophilic columnar space along the coordination chains. O-HÁ Á ÁCl hydrogen bonds occur. The two water molecules and the four trifluoromethyl groups are disordered over two sets of sites, each with different occupancy ratios.
Related literature
For general background to pytpy, see: Constable & Thompson (1992 , 1994 . For pytpy complexes, see: Sun et al. (2000) ; Sun & Lees (2001) . For related Yb complexes, see : Fukuda et al. (2002) ; Hayashi et al. (1998) ; Przychodzen et al. (2007) ; Stojanovic et al. (2010) ; Li et al. (2007) ; Xu et al. (2009) ; Ahrens et al. (2002) ; Zhang et al. (2007a) . For potential applications of compounds with infinite one-dimensional to three-dimensional structures, see: Hayami et al. (2004) ; Hou et al. (2005) ; Feng et al. (2006) ; Beves et al. (2007a) ; Zhang et al. (2007b) ; Gou et al. (2008) ; Leong & Vittal (2011) ; Moulton & Zaworotko (2001) . For the binding mode of pytpy involving hydrogen-bonding, see: Beves et al. (2007b Beves et al. ( , 2008 .
Experimental
Crystal data [Yb(C 5 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; y; z; (ii) x; y þ 1; z.
Data collection: APEX2 (Bruker, 2010 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: CrystalMaker (CrystalMaker, 2010); software used to prepare material for publication: publCIF (Westrip, 2010) .
Aquabis (1,1,1,5,5,5-hexafluoroacetylacetonato) [4'-(4-pyridyl)-2,2':6',2''-terpyridine]ytterbium(III) chloride methanol monosolvate monohydrate T. Okawara, J. Feng, M. Abe and Y. Hisaeda
Comment
The molecular design of multidentate ligands is crucial to determining structures and functions of the resulting coordination compounds and metallo-supramolecular systems. Specifically, a tetradentate ligand 4'-(4-pyridyl)-2,2':6',2"-terpyridine (pytpy) provides a unique structural feature as a bridging ligand where two different coordination donors, the tridentate terpyridyl and monodentate pyridyl moieties, are both associated with metal coordination. Herein we report an unusual bridging mode of pytpy in a one-dimensional metallo-supramolecular system as exemplified with an X-ray crystal structure of compound (I), where the monodentate pyridyl arm in pytpy is now bound to the neighboring molecule via intermolecular hydrogen bonding to form a one-dimensional supramolecular chain. Figure 1 . Among structurally determined Yb III complexes containing a single terpyridine ligand, the coordination number 8 is rather unusual and 9-and 10-coordination is more commonly observed (Hayashi et al., 1998; Ahrens et al., 2002; Fukuda et al., 2002; Przychodzen et al., 2007; Li et al., 2007; Xu et al., 2009; Stojanovic et al., 2010 (Beves et al., 2007b; Beves et al., 2008) .
Experimental
An ethanol solution (50 ml) of pytpy (600 .
Refinement
H atoms except those of water were placed in geometrically idealized positions and constrained to ride on their parent atoms with U iso (H) = 1.2U eq (C-H) or 1.5U eq (O-H).
The lattice water shows positional disorder which is modeled as two oxygen atoms, O7A and O7B, with site occupancies of 0.58 and 0.42, respectively. The O7A-O7A iii (symmetry codes: (iii) 1 -x, 2 -y, 1 -z) distance was restrained to 2.56 (1) Å using the DFIX command of the program SHELXTL (Sheldrick, 2008) because of a strong correlation between positional parameters of the two components of the disorder.
H atoms attached to O5 (H5A and H5B) and lattice water (H7A, H7B, H7C, and H7D) were found in a difference Fourier map. The O-H and H-H distances within the water molecules were restrained to 0.83 (7) Å) and 1.35 (8) Å , respectively, by using the DFIX command for a stable refinement. Hydrogen atoms on the lattice water were not included in the structure factor calculation.
Four trifluoromethyl groups were found to show disorder. The geometries of the trifluoromethyl groups were constrained by using the SAME command. Anisotropic displacement parameters of the pairs of overlapping disordered atoms of the major and minor components of the disorder were made equal using the EADP constraints. The final occupancies of the 
